
F
28

91
4.

S
56

6
F

28
91

4.
S

56
3

F
28

91
4.

S
40

8
F

28
91

4.
S

56
1

F
28

91
4.

S
40

6
F

28
91

4.
S

40
3

F
28

91
4.

S
40

5
F

28
91

4.
S

08
1

F
28

91
4.

S
56

7
F

28
91

4.
S

04
0

F
28

91
4.

S
03

9
F

28
91

4.
S

03
8

F
28

91
4.

S
06

7
F

28
91

4.
S

06
9

F
28

91
4.

S
06

8
F

28
91

4.
S

04
4

F
28

91
4.

S
04

6
F

28
91

4.
S

04
5

F
28

91
4.

S
03

0
F

28
91

4.
S

02
8

F
28

91
4.

S
02

5
F

28
91

4.
S

03
3

F
28

91
4.

S
06

6
F

28
91

4.
S

06
1

F
28

91
4.

S
06

3
F

28
91

4.
S

03
6

F
28

91
4.

S
03

4
F

28
91

4.
S

05
5

F
28

91
4.

S
06

0
F

28
91

4.
S

05
7

F
28

91
4.

S
08

5
F

28
91

4.
S

08
7

F
28

91
4.

S
08

6
F

28
91

4.
S

24
3

F
28

91
4.

S
24

8
F

28
91

4.
S

24
1

F
28

91
4.

S
24

4
F

28
91

4.
S

05
3

F
28

91
4.

S
05

1
F

28
91

4.
S

05
4

Enterobacteriaceae

Porphyromonadaceae

Campylobacteraceae

Fusobacteriaceae

Carnobacteriaceae

Prevotellaceae

Staphylococcaceae

Leptotrichiaceae

Weeksellaceae

Moraxellaceae

Propionibacteriaceae

Phyllobacteriaceae

Rhizobiaceae

Saccharibacteria_(TM7)_[F−2]

Hymenobacteraceae

Microbacteriaceae

Comamonadaceae

Yersiniaceae

Pseudomonadaceae

Mycobacteriaceae

Sphingomonadaceae

Flavobacteriaceae

Absconditabacteria_(SR1)_[F−1]

Atopobiaceae

Burkholderiaceae

Lachnospiraceae

Saccharibacteria_(TM7)_[F−1]

Erysipelotrichaceae

Actinomycetaceae

Micrococcaceae

Gemellaceae

Streptococcaceae

Neisseriaceae

Veillonellaceae

Pasteurellaceae

Samples

Fa
m

ily

0 20 40 60 80

Value
Group005

Baseline
Final B −PMA


